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Study on the Effect of Lactic Acid Bacteria on the Quality of Monascus Rice Wine
DONG Yun', WANG Qiang*, QIU Gang’, YANG Cheng-cong’, LUO Jing-jing’, MA Lei?,
GUO Zhuang', ZHAO Hui-jun"’
(1. Northwest Hubei Research Institute of Traditional Fermented Food, College of Food Science and
Technology, Hubel University of Arts and Science, Xiangyang 441053, Hubei, China;
2. Zaoyang Food and Drug Administration, Xiangyang 441200, Hubei, China)

Abstract: In this study, 9 strains of lactic acid bacteria (LAB) were isolated from rice wine samples by
traditional culturable method. Under the same conditions, 9 strains of LAB were added to ferment monascus rice
wine samples. Electronic tongue technology, high performance liquid chromatography —differential refraction
method and statistical methods were used to studied the taste, organic acid, soluble solid and total acid of
monascus rice wine samples with different LAB. The results showed that the contents of total acid, taste, soluble
solids and organic acids of the 9 strains of LAB fermented monascus rice wine were significantly affected and the

content of soluble solids in the samples added LAB was significantly higher than that in the control group and the
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content of total acid was lower than that in the control group. Principal component analysis (PCA) showed that

the same kind of LAB has similar effects on the quality of monascus rice wine.
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Table 1 Resultsof 16S rDNA sequence analysis of lactic acid bacteria

RS S JP A BARMAE R (5% 5) ARILEE /% YR
IMAU50214 Weissella cibaria LMG17699T(AJ295989) 99 Weissella cibaria
IMAUS50215 Weissella cibaria LMG 17699T(AJ295989) 99 Weissella cibaria
IMAU50216 Weissella cibaria LMG 17699T(AJ295989) 99 Weissella cibaria
IMAU50218 Weissella cibaria LMG 17699T(AJ295989) 99 Weissella cibaria
IMAU50381 Weissella confusa JCM1093(AB023241) 99 Weissella confusa
IMAUS50382 Weissella confusa JCM1093(AB023241) 99 Weissella confusa
IMAUS50387 Pediococcus pentosaceus DSM20336T(AJ305321) 99 Pediococcus pentosaceus
IMAU50399 Pediococcus pentosaceus DSM20336T(AJ305321) 99 Pediococcus pentosaceus
IMAU50400 Pediococcus pentosaceus DSM20336T(AJ305321) 99 Pediococcus pentosaceus
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Fig.3 Box diagram of total acid and soluble solids in monascus

yellow rice wine

I 3 RN 00 BRAH, AR LR i & e R 21 it o
WA EEE Y SR A B BB 225 . IINFLIR
TR A T 1) 1 ot 8 ) P VR DR ) 1 5 i S T
XA, BRI S AR T X IR, IF H BMFLER A &
PR 21 i i ) nl VA M DR W B AR AR AN R T
SR i AR AR AR .

2.3 FLERTEXTLLh B A HLRR i 5 e

AW npLe XHREAARUER AT 20T, S
ZERWE 4 FR.

Y P& 4 43 B T AT, R BRI &, WS I FL IR T
W . confuse IMAU50381 Al W. confuse IMAUS50382 A& [
LT B v, SRR R 200 R R " i e A 3L
iR, H# bk tMAUS50381 Fl IMAUS0382 38 (Rl A E1IG
B O); W N EL R B 1MAUS50387.IMAUS0399 Fl I-
MAU50400 A& BEAYLL B0 S 2R BR 1 & s 3G n , [\
RN Bk IMAUS0387 Al IMAUS0399 & BEAYLT il B
W ZBRIEAG, HIX 3 BRI YN Pediococcus pentosaceus
(3OWE R BT o TS INFLAR A Y IMAUS0215 K BEMZL
ity P, BE IR Y B N, W SR



YT

IMAU50216
IMAU50218

MAUS0215

IMAUS50214 [

IMAUS50400 [

IMAU50399 [

m™MaUs0387 Pttt
/228828888 |

217 =—

MAU50381 [}

MAU50382 [

L
0 5 10 15
AR A (31L)
B THREREENESBERERE

Fig.4 Histogram of organic acid accumulation in monascus rice wine samples
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