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Isolation and identification of lactic acid bacteria from pit mud of Luzhou-flavor Baijiu and
their application in the fermentation of orange wine
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Abstract: Orange wine was prepared with the fermentation of Saccharomyces cerevisiae and lactic acid bacteria isolated from pit mud of Luzhou-flavor
Baijiu (Chinese liquor). The taste quality of orange wine samples was studied by electronic tongue, and the feasibility of the application of lactic acid
bacteria in orange wine was evaluated, Results showed that 15 strains isolated from pit mud samples were identified as Lactobacillus paracasei, lactic
acid, citric acid and succinic acid were the major organic acids in orange wine, and sour taste was the most significant taste index in orange wine with
15 strains of lactic acid bacteria fermentation. The results indicated that L. parscasei INB1-3 could obviously reduce the intensity of bitterness and
sourness of orange wine, which may have certain application potential of subsequent fermentation of orange wine.
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Table 1 168 rDNA sequence analysis of 15 straing
W MR A% B
INAL-L Lactobacillus paracasei R094 [NR_025880} -9 Lactobacillus paracasei
INAL-2 Lactobacillus paracasei RG94 [NR_025880} 99 Lactobacillus paracasei
INAZ-1 Lactobacillus paracasei R094 [NR_025880] 99 Lactobacillus paracasei
JNA2-2 Lactobacillus paracasei R094 [NR_025880] 99 Lactobacillus paracasei
INAZ-3 Lactobacillus paracasei R094 [NR_025880] 99 Lactobacillus paracasei
INB1-1 Lactobacillus paracasei R094 [NR_025880] 99 Lactobacillus paracasei
INBI-2 Lactobacitlus paracasei R094 [NR_025880] 99 Lactobacillus paracasei
INB1-3 Lactobacillus paracasei R094 [NR_025880] 9 Lactobacillus paracasei
INB2-1 Lactobacillus paracasei R094 [NR_025880] 9% Lactobacillus paracasei
INB2-2 Lactobacillus paracasei R094 [NR_025880} 99 Lactobacillus paracasei
INCI-1 Lactobacillus paracasei R094 [NR_025880] 99 Lactobacillus paracasei
INC1-2 Lactobaciflus paracasei R094 [NR_025880] 9 Lactobacilius paracasei
INC2-1 Lactobacitlus paracasei R094 [NR_025880] 99 Lactobacitlus paracasei
INC3-1 Lactobacillus paracasei R094 [NR_025880] 99 Lactobacillus paracasei
INC3-2 Lactobacillus paracasei R094 [NR_025880] 99 Lactobacillus paracasei
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